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RESEARCH INTERESTS
My research involves biological network construction and integration, constraint-based modelling,
predictive modeling and multi-omics integration through Systems Biology and Machine Learning, and
further data-driven hypothesis generation. My research group at Amity University, Noida works on
computational methods to study metabolic and gene regulatory disease networks, understanding disease
pathogenesis and progression, molecular mechanisms and determine new drug targets and propose novel
insights. My research goal is broadly focused on the development and application of predictive
computational models and associated web-tools/databases for predicting and analyzing the behaviors of
complex physiological systems ranging over multiple scales of organization from molecular level to the
tissue/organ/organism/population level.
e Condition-specific and personalized modeling through Genome-scale Metabolic models based on
integration of transcriptomic, proteomic and metabolomic data.
e Biological network inference, community and topology analysis and visualization.
e Identification of key biological functions and pathways.
e ldentification of potential biomarkers and targetable genes through modeling and biological
network analysis.
e Application of key machine learning methods for multi-omics analysis.

EDUCATIONAL QUALIFICATIONS:

Name of College / University Degree Year

AUUP, Noida B. Sc (Hons) 2006
Biotechnology

Nottingham Trent University, Nottingham, M. Sc Bioinformatics 2007

United Kingdom

Amity University, Uttar Pradesh, Noida Ph.D 2015

Title of Ph.D. thesis: “Modeling and Analysis of Human Energy Metabolic Network”

EXPERIENCE (in chronological order)

Designation | Type of post Name of the Institute Year (From —To)
held (teaching/
research)
Assistant Teaching and Systems Biology and Data Analytics 2009-till date
Professor Research Research Lab, Centre for Computational

Biology and Bioinformatics,

Amity Institute of Biotechnology, Amity
University, Noida.

(Lab website: www.shdaresearch.com)

PhD Scholar | Research Systems Biology, Centre for 2011- 2015
Computational Biology and
Bioinformatics,

Amity Institute of Biotechnology, Amity
University, Noida.
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Lecturer Teaching

Krupanidhi Degree College, Bangalore. 2008-2009
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RESEARCH PROJECTS
Completed: (total no.) 00
Ongoing: (total no.) 01

Ongoing: DBT, Govt. of India, A hybrid Bayesian approach to
address socio-economic challenges in Assisted Reproductive
Techniques across Indian sub population through a web-based
implementation amounting to (ongoing) 24.67 lakhs. 2020-
2023: Co-Investigator




COPYRIGHTS/PATENTS

. Copyright Registered: ARTPRE: An Online Tool To

Predict The Success Rates Of Assisted Reproductive
Procedures In Indian Subcontinent (Registration number:
L-109979/2021)

. Copyright Registered: Fertility Predictor: Web

Application For Prediction Of The Likelihood Of
Successful Sperm Retrieval, Fertilization, Clinical
Pregnancy And Live Birth In Males With ™"Y"
Chromosome Microdeletions (Registration number: L-
116225/2022)

AWARDS &
HONOURS/
DISTINCTIONS

DST SERB Young Scientist Travel Award

Selected for Advanced Course on In-silico Systems
Biology at WellCome Trust Genome Campus, EMBL-
EBI, UK.

Resource Person/Instructor, DBT Sponsored Short Term
Training Course on “Application of Metagenomics Tools
for Bioremediation Towards Environmental Restoration”
on November 14th - 29th, 2017.

Resource Person, DST INSPIRE Internship Program for
school students.

Reviewer: PLoS One

Reviewer: Computers in Biology and Medicine (Elsevier)
Reviewer: BMC Medical Genomics

Reviewer: Journal of Biomolecular Structure & Dynamics
(Taylor & Francis)

MEMBERSHIP with Professional/
Academic bodies

Member of Society of Mathematical Biology
Member of European Systems Biology Community
Member of International Society of Computational
Biology

Member of Nordic Metabolomics Society

Member of Swiss Metabolomics Society

Member of the Asia Pacific Bioinformatics Network
(APBioNET)




