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Assistant 
Professor 
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Research 

Amity Institute of Biotechnology 2008 - till date 

Lecturer Teaching Department of Biosciences, 
Institute of Management Studies, 
Ghaziabad, U.P. 

November 2006 – 
October 2007 

Lecturer Teaching Department of Biotechnology, 
IILM Academy of Higher 
Learning, Greater Noida, U.P. 

March 2006 – October 
2006 

Lecturer Teaching Sikkim Manipal University Center 
2017, Patel Nagar, New Delhi. 

Sept. 2005 – Feb. 2006 

Research 
fellow 

Research Unit of Simulation and Informatics, 
Indian Agricultural Research 
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R, Ankur Chaurasia and Hina Bansal* (2021) New Paradigm in 

Healthcare Industry Using Big Data Analytics. IOP Conference 

Series: Material Science and Engineering. 

2. “A systematic computational and protein – protein interaction 

network analysis approach for unveiling the proteins responsible 

for hyperthyroidism in human” at International conference on New 

Horizons in Biotechnology (NHBT 2019) organised by CSIR- National 

Institute of Interdisciplinary Science and Technology, and Biotech 

Research Society, at Thiruvanthapuram, India during 20-24 Nov. 



2019. 

3. “Computational identification of essential enzymes as potential 

drug targets in Shigella flexneri pathogenesis using comparative 

metabolic pathway analysis” at Wellcome Genome Campus – 
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Microbiology held at Wellcome Genome Campus, Hinxton 

Cambridge, UK during 5 – 7 June 2019. 
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Organization New Delhi held during 20- 22 Feb-2017. 
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7. In - silico Characterization of Smad nuclear interacting protein 1 

(SNIP1) from Human,” International Conference on Innovative 

Research in Biotechnology, Biomedical Sciences, Bioinformatics and 
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