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450-454. |EEE, 2023.
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IEEE, 2023.
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Press.
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Unraveling of inhibitory potential of phytochemicals against
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471-500). Academic Press.
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(2022). Bioactivity assessment of essential oils of Cymbopogon
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Srivastava, S., New paradigm in diatom omics and genetic
manipulation,  Bioresource  Technology  (2021), doi:
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Shigella flexneri pathogenesis using metabolic pathway analysis
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DOI: 10.4014/jmb.2007.07006
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(2015) In silico investigation of cysteine proteases from Zingiber
officinale. Journal of Proteins and Proteomics. 6(3), 245-253.
Hina Bansal and Neetu Jabalia (2015) Identification and
Computational Characterization of miRNAs of Apis florae and
their Phylogenetic Analysis. International Journal of Basic and
Applied Biology. 2(5), 304-309.
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(2015) In-silico Comparative analysis of Papain Family Cysteine
Protease using Computational Tools and Servers. International
Journal of Basic and Applied Biology. 2(5), 310-314.

Hina Bansal, Drishti Narang, Neetu Jabalia (2014)
Computational characterization of antifreeze proteins of
Typhula ishikariensis — Gray Snow Mould. Journal of Proteins
and Proteomics. 5(4), 169-176
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Hina Bansal, Sakshi Srivastava, Ankur Chaurasia and Neetu
Jabalia.(2014) A comparative study of antifreeze proteins from
Antarctomyces psychrotrophicus and Typhula ishikariensis using
computational tools and servers. VIVECHAN International
Journal of Research. 5(1), 21-28 .
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(2013) In - silico characterization of antifreeze proteins of
Typhula ishikariensis using computational tools and servers.
Journal of Proteins and Proteomics. 4(2), 36.
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Jabalia. (2013) A comparative in — silico study of functional
properties of two fungal antifreeze proteins from
Antarctomyces psychrotrophicus and Typhula ishikariensis.
Journal of Proteins and Proteomics. 4(2), 48

Neetu Jabalia, Hina Bansal, P.C. Mishra, Nidhee Chaudhary.
(2013) Computational analysis of protease sequences from
Zingiber officinale. Journal of Proteins and Proteomics. 4(2), 37
Bansal Hina, Chaurasia Ankur, and Jabalia Neetu. (2013) In -
Silico Characterization and Structural Analysis of Pathogenesis-
Related Protein-5 of Zingiber offocinale. Souvenir and
Conference Book: NCEEBR — 2013, 153-157.

Jabalia Neetu, Srivastava Sakshi, Chaurasia Ankur and Bansal
Hina. (2013) Computational Characterization of Homoserine
Dehydrogenase from Saccharomyces cerevisiae. Souvenir and
Conference Book: NCEEBR — 2013, 142-147.

Hina Bansal, P.K. Sharma, Neetu Jabalia, Ankur Chaurasia, Malti
Rani and H. Pathak (2012) Characterization of Soil Resources
Using Geographical Information System for Improved Crop
Management. International Journal of Advanced Bioinformatics
and Computational Biology, 1(1), 12-21.

Hina Bansal, Neetu Jabalia, Ankur Chaurasia, Nidhee Chaudhary
(2012) Phylogenetic analysis and in-silico structural
characterization of parkinson protein 2, E3 ubiquitin protein
ligase gene. Journal of Protein and Proteomics. 3(2), 32

Neetu Jabalia, Hina Bansal, Nidhee Chaudhary, Nameet Kaur,
Prakash Chandra Mishra (2012) In-silico prediction of structural
and functional aspects of hypothetical protein of
Staphylococcus epidermidis. Journal of Protein and Proteomics.
3(2), 33

Nidhee Chaudhary, Nameet Kaur, Neetu Jabalia, Hina Bansal
(2012) Studies on thermostable superoxide dismutase enzyme
isolated from Zingiber officinale peel: A therapeutically
important enzyme. Journal of Protein and Proteomics. 3(2), 4
Nidhee Chaudhary, Nameet Kaur, Neetu Jabalia, Hina Bansal
(2012) Biochemical investigations on thermostable superoxide
dismutase isolated from Jatropha curcas stem.
International Journal of Environment Engineering  and
Management, 3 (5), 323-326.
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Chaudhary Nidhee, Kaur Nameet, Jabalia Neetu, Bansal Hina
(2012) Studies on biochemical aspects of thermostable
superoxide dismutase isolated from Jatropha curcas root.
Biologix, 1 edition, 173-176.

Hina Bansal, P.K. Sharma, Ankur Chaurasia and H. Pathak
(2012) Information technology-based farm management
system for enhancing farmers’ income. Current Advances in
Agricultural Sciences 4(1): 53-56

Neetu Jabalia, Hina Bansal, Rahul VV, Nidhee Chaudhary, Alka
Grover and Jitendra Narayan (2011) Role and utilization of web
services in bioinformatics. Journal of Natural Science, Biology
and Medicine, 2 (3), 90.

Chander, S., Seghal, M., Goel, R., Bansal, H., Singh, M., and
Kalra, N. (2005) Maize Information System - A User’s Friendly
Software for Growth Assessment and Inputs’ Options
Bioinformatics India Vol. 3(2): 33-36.

Chander, S., Seghal, M., Goel, R., Bansal, H., Singh, M., and
Kalra, N. (2005) Chickpea- A Traditional Source of Protein: A
software for crop growth, inputs’ requirement, pedigree and
associated pests Bioinformatics India Vol. 3(2): 53-56.

Bansal, H.; Kansal, S.; Goel, R.; Anand, P.; Batra, K.; Pillai, M.S.;
Kapoor, S.; Mishra, A.K.; Ahmed, O.; Chander, S.; Sehgal, M.;
Pathak, H. and Kalra, N. (2004) Information System for Rice
(ISR)-The golden cereal. Bioinformatics India 2(3):119-122.
Anand, P.; Bansal, H.; Kansal, S.; Goel, R.; Ahmed, O.; Mishra,
AK.; Batra, K.; Chander, S.; Pathak, H.; Sehgal, M.; Soni, U.A.
and Kalra, N. (2004) Soil information system: Evaluating soil
moisture and fertility indices for land capability classification.
Bioinformatics India. 2(4): 35-38.

Goel, R.; Kansal, S.; Bansal, H.; Anand, P.; Chander, S.; Sehgal,
M.; Batra, K.; Pillai, M.S. and Kalra, N. (2004) Rice pest
informatics-IPMIS (Integrated Pest Management Information
System). Bioinformatics India 2(4): 87-91.

Kansal, S.; Bansal,H.; Goel, R.; Anand, P.; Chaudhry, H.B.; Batra,
K.; Pillai, M.S.; Kapoor, S.; Mishra, A.K.; Ahmed, O.; Chander, S;
Sehgal, M. and Kalra, N. (2004) Informatics for pedigree and
morphological diversity in wheat Bioinformatics India 2(4): 39-
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PAPERS
PRESENTED/ACCEPTED
IN CONFERENCES

Hiya Luthra, T. Arun Sai Nihith, V. Sri Sai Pravallika, Raghuram Shree
R, Ankur Chaurasia and Hina Bansal* (2021) New Paradigm in

Healthcare Industry Using Big Data Analytics. IOP Conference

Series: Material Science and Engineering.

IIA

systematic computational and protein — protein interaction

network analysis approach for unveiling the proteins responsible

for hyperthyroidism in human” at International conference on New
Horizons in Biotechnology (NHBT 2019) organised by CSIR- National
Institute of Interdisciplinary Science and Technology, and Biotech

Research Society, at Thiruvanthapuram, India during 20-24 Nov.
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“Computational identification of essential enzymes as potential
drug targets in Shigella flexneri pathogenesis using comparative
metabolic pathway analysis” at Wellcome Genome Campus —
Scientific Conference : Applied Bioinformtics & Public Health
Microbiology held at Wellcome Genome Campus, Hinxton
Cambridge, UK during 5 —7 June 2019.

Oral presentation on Molecular modelling and in — silico
characterization of cytosolic alanine aminotransferase 1 (ALT-1)
from human — an enzyme plays a key role in cellular nitrogen
metabolism and in liver gluconeogenesis at the “World
Biotechnology Congress” (WBC 2017), Endling Scientific
Organization New Delhi held during 20- 22 Feb-2017.

Homology modelling and docking studies on riboflavin transporter
as a receptor for targeting madras motor neuron disease in human
in 2016 NextGen Genomics, Biology, bioinformatics and
technologies (NGBT) conference held on 3 to 5 October 2016,
COCHIN, KERALA, INDIA.

‘Role of Bioinformatics in GMOs analysis’ in International seminar
on ‘Biosafety and Regulatory Affairs on Genetically Modified
Organism (GMOs) and Genetically Engineered (GE) plants’
organized by Amity Institute of Biotechnology in association
with Biotech Consortium India Limited, New Delhi on 09 September
2016 at Amity University, Uttar Pradesh, Sec. 125, Noida.

In - silico Characterization of Smad nuclear interacting protein 1
(SNIP1) from Human,” International Conference on Innovative
Research in Biotechnology, Biomedical Sciences, Bioinformatics and
Stem Cell Applications (BSC-2016) Organized by “Krishi Sanskriti”
Jawaharlal Nehru University, New Delhi (30 January 2016)”

‘in - silico’ characterization and structure prediction of RuBisCo
large subunit protein present in C3 metabolic pathway of wheat
(Triticum aestivum) in International Conference on Biotechnology
and Bioinformatics (ICBB - 2014) organized by ICSCCB, Pune, India
On 1 -2 February 2014.

‘Application of comparative genome analysis in Evolution and
Medicine’ in National Conference on “New Trends in
Bioinformatics” Theme: New Methods, Softwares, Databases, Web-
tools of Bioinformatics organized by Supercomputing Facility for
Bioinformatics & Computational Biology, IIT Delhi, New Delhi. (July
30-31, 2012)

‘Significant role of Systems Biology in Healthcare’ in National
Conference on “New Trends in Bioinformatics” Theme: New
Methods, Softwares, Databases, Web-tools of Bioinformatics




11.

12.

organized by Supercomputing Facility for Bioinformatics &
Computational Biology, IIT Delhi, New Delhi. (July 30-31, 2012)
“Identification and Characterization of miRNAs from pea aphid
(Acyrthosiphon pisum) through computational approaches”,
International Conference on Biosciences and Bioengineering: A
collaborative  Approach. Organized by Department of
Biotechnology, IMS Engineering College, Ghaziabad, U.P. (July 06-
07, 2012).

‘Role and Utilization of Web Services in Bioinformatics’ in
International Interdisciplinary Science Conference on
‘Bioinformatics: An Interface between Computer Science and
Biology’ organizeds by Centre for Interdisciplinary Research in Basic
Sciences, Jamia Millia Islamia, New Delhi, (November 15-17, 2011)




